CLAIMS 

^ / 1 . A polynucleotide comprising a transcriptionally-activated ^eno-associated 
yVirus (AAV) inverted terminal repeat (ITR), wherein the transcriptkkially-activated ITR is 
less than about 400 bp in length and comprises a heterologous traftscriptionally active 
element, and wherein the transcriptionally-activated ITR exhiWts at least about a two-fold 
increase in transcriptional activity relative to a wild-type ITIyunder conditions permissive 
for transcription. 



2. A polynucleotide according to claim 1 whe 
ITR is less than about 200 bp. 



the transcriptionally-activated 



3, A polynucleotide according totiaim 1 iMierein the transcriptionally-activated 
ITR exhibits at least about a seven-fold increase/in transcriptional activity relative to a 
wild-type ITR \mder conditions permissive fo/ transcription. 

4. A polynucleotide according lirtflaimS herein the transcriptionally-activated 
ITR comprises a transcription initiator sequence and at least one CCAC box. 



5. A polynucleotide accord 
sequence and at least one QCJ 
than about 90 nt 



; tcx^glaim^vdierein the transcription initiator 
; contained within a polynucleotide segment less 



6. Apolynucl 
element of the transcript 
SEQIDNO:17, or the 



^ding 



; to cfeisiS wherein the transcriptionally active 
ly-activated ITR has at least about 90% overall identity to 
luence complementary thereto. 



7. A polynucleotide according^o claim 4 wherein said polynucleotide comprises 
SEQIDNO:17. 
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8. A polynucleotide according to claim 1 wherein the transcriptionally^ctivated 
ITR exhibits at least about a 10-fold increasTin'^r^ activity relative to a wild- 
type ITR under conditions permissive for transcription. / 

9. A polynucleotide according toxildm 8 wherein the transcriptionally-activated 
ITR comprises a transcriptionally active element\)f an amyloid p-n/otein precursor (APP) 
promoter and a transcription initiator sequence. / 

1 0. A polynucleotide according^oclaim^ wherein me transcriptionally active 
element of an ££myloid p-protein precursor (APP) promote/and the transcription initiator 
sequence are contained within a polynucleotide segmenmess than about 70 nt, 

1 1 . A polynucleotide according~fffx4«iin0 therein the transcriptionally active 
element of the transcriptionally-activated ITR hasAt least about 90% overall sequence 
identity to SEQ ID NO:7, or the sequence comdfementary thereto. 

12. A polynucleotide according to^ci^im 9 wherein said polynucleotide comprises 
SEQIDNO:?. / 

13. A polynucleotide according to claim 1 wherein the transcriptionally-activated 
ITR exhibits at least about a 40^^^^ increase into^tnscriptional activity relative to a wild- 
type ITR under conditionsTpeimssive for transcription. 

14. A polyimcleotide acconimg to claim 13 wherein the transcriptionally-activated 
ITR comprises an (aTF-|^31E^^ Splsitea^ a transcription initiator sequence. 



15. A polyimcleotide according to^Jlaii^^jjyherein tiie ATF-l/CRE site, the Spl 
site and the transCTiption initiator sequence are contained within a polynucleotide segment 
less than about/oS nt. 
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16, A polynucleotide according to_,claiiii^ wherein the transcription^^ active 
element of the transcriptionally-activated ITR has at least about 90% overalj/sequence 
identity to SEQ ID NO:l 1, or the sequence complementary thereto. 

17, A polynucleotide according^to-cimmJ4 wherein said madynucleotide comprises 
SEQ ID NO:ll. 



18. A polynucleotide according^oclaim 1 wherein ine transcriptionally-activated 
ITR exhibits at least about a 50-fold increase in^^nscrip^onal activity relative to a wild- 
type ITR under conditions permissive for transcriptioi 



19. A polynucleotide according tcTBlaim^ wherein the transcriptionally-activated 
ITR comprises an ATF-l/CRE site, an Spl sit^ a C box element of the Na,K-ATPase al 
subimit gene promoter, and a transcription ipatiator sequence. 

20. A polynucleotide according'fe-^laim 19 viierem the ATF-l/CRE site, the Spl 
site, C box element, and the transcrimion initiator sequence are contained within a 
polynucleotide segment less than ^bout 110 nt 

2 1 . A polynucleotide according to-Glaim20wherein the transcriptionally active 
element of the transcriptioitally-activated ITR has at least about 90% overall sequence 
identity to SEQ ID NQd3, or the sequence complementary thereto. 



Lcleoniie according^e^l^m 19 wherein said polynucleotide comprises 



>3. polynucleotide according to^cteifaj wherein the transcriptionally-activated 
ITR comprises a heterologous transcription initiator sequence. 



i4. A polynucleotide according to,.claim 1 wherein the transcriptionally-activated 
ITR o6mprises a TATA box as a transcription initiator sequence. 
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25. A polynucleotide comprising, in order: 
a first ITR which is a transcriptionally-activated ITR, wherein the todnscriptionally- 

activated ITR is less than about 400 bp in length and comprises a trans^iptionally active 
element, and wherein the transcriptionally-activated ITR exhibits at least a two-fold 
increase in transcriptional activity relative to a wild-type ITR unde/ conditions permissive 
for transcription; and 

a second ITR selected fi*om the group consisting of a wild-type ITR, a 
transcriptionally-activated ITR, a D sequence, a trs, or a poraon of a wild-type ITR. 

26. A polynucleotide according to claim 25 w^rein the transcriptionally-activated 
ITR is less than about 200 bp. 

27. A plasmid comprising a polynucleotifle-Xifclama 25, further comprising an 
element selected firom the group consisting of fsa origin or replication and a reporter gene. 




28. A polynucleotide a&SQjding to/any of the previous claims further comprising a 
gene operably linked to the transcriptionmiy:;activated ITR. 

29. A polynucleotide oCgl^ 28, wherem the gene is a CFTR gene. 



30. An AAV^faatpartic4-€omprisi ttg a polynue leotidSofa^rof the previous 



claims. 



lucleolk 



>rding to any^e€4^aims 1 to 




31. A^l9^3n>rfi^^^llcmt^^ing 
29, v^erein s^d p61yl^]ae^€^?i§rSfaB^y integrated into a chromosome of said cell 

L A man^al^^SUof claim 31, wh^iJrsaid cell comprises an AAV rep gene 
and an AXY cop gene. 



33. /A mammalian cell of claim 31, wherein said cell comprises an AAV rep gene 
and an a/v cap gene stably inte^^din^ chromosome of said cell. 
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34. A method of packaging a recombinant AAV vector, comprisipg the steps of: 

a) providing a mammalian cell; 

b) introducing a recombinant AAV vector, said vector comprising: 
a first ITR which is a transcriptionally-activated ITR, wherein the transcriptionally- 

activated ITR is less than about 400 bp in length and comprisi^ a transcriptionally active 
element, and vv4ierein the transcriptionally-activated ITR ^^uiibits at least a two-fold 
increase in transcriptional activity relative to a wild-type ITR under conditions permissive 
for transcription; 

and a second ITR selected from the groun/6onsisting of a vdld-type ITR, a 
transcriptionally-activated ITR, a D sequence/a trs, or a portion of a wild-type ITR; 

c) providing Rep and Cap mpteiiVwithin the cell; 

d) providing helper wtfs or Jj^er virus functions; and 

e) incubating thp^U yadef^^^mi^itions suitable for replication and packaging of 
the AAV Vy6ctor. 



35, A methoitac^jpdifig^ 
produced from rep zx^cap genes mi 



34, wherein the Rep and Cap proteins are 
itegrated^into a chromosome of the cell. 
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